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Supplementary Figure 2
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Supplementary Figure 3
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Supplememtary Figure 4
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H.sgpiens KLNVDGLL DY RELKRT HG YV I MANMQRAYPLEV67
M.musculus KLNVDGLL DY LELKRT HGV | VAMQRAYPLEV67
D.rerio KLNIDGLL DY LELKRT HGV | VAMQKTYPLEEV67
D.melanogaster KLSVDGLL EY LELKRS HCL | VAMMVEHPET V67

KT NS I

H.sapiens TKL | | VIE LNFYEKQEGEKLPFLG S IHPEMTPLRFGKD 134
M.musculus TKL I | VIE LSFYEQQEGEKLPFLG S IHPEMTPLRFGKD 134
D.rerio TKLV | VVE MDYYSKQTGVKNDFLA S IHPEMSSLRFGKE] 134
D.melanogaster RKL | | VIA MVYYERHCPNPPPFTG S IHPEMSKEREGKA 134
A.thaliana KLV M TLG HDYQVRHLGTQAKI LA S VNTKMLAAENRDS 134
S.cerevisiae RKI | | ALV MDYRTKELGYQEDFRG T LHPEMSKERKGTV 133
AGl| YNLDDEKALGRRQG LARYS 199
M.musculus HSLBASYVRAQYQQD - - ASLPHERFYEEFD IHGRQMPLIPAG | YNLDDEKALGQRQG LARYS 199
D.rerio HSLBASY I RAQHQSN - - PNQPVEQF YEEFDNVGRQVPIPPG | YNLDDEKD FGRRKG LARYAL199
D.melanogaster YGLBASYIRERHEMD - -TETPICQYFEGFSLEGKESTLIPVEGVYSIDDEKEYGRSRN LARYA1199
A.thaliana RKRFASWVRALSTEN - -PNVELEDFFENYEKAAENALLPPGVYTLEDERAFGKNRG LARHM 1 199
K

S.cerevisiae RRMEENGQAKRKLEEDPEANVELEGEYHENLYNIEVEDYL VFSFEKELKYCEEKTL I VBIRM | 200

H.sapiens LHANVVYV

T

LARKAVNMV DSMSVNLTRRTLDRCQGNLETL266

H.sgpiens HSL ASYVRAQYQHD--TSLPHIRFY EFDAHGREVPL

I/AD LV
M.musculus LHANVVYV H I/AD LV LARKAVMV D SMSVNLTRRTLDRCQSNLDTL266
D.rerio LHANI VYV H I/AD LV LAKKSVMV DSMSVN I TRRTLDRCQTNVET L 266
D.melanogaster AHAH I VYV H IAQVYV MSRESCMV DSMESVKINRRTVERSTNALNH L266
A.thaliana QFANVIYV Q VIAGF | LQKESVMV EALSVSVRRVTLEGANRNLNK 266
S.cerevisiae SLCN I 11 H IAERV VSKDSIMI ESLSILDLTTDALRRATRGANAL267
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H.sapiens QKTVLR I KETBIEQR|ERD RRL REASAARET-DAHLAN D EV| AV T LGF332
M.musculus QKTVLR I KETBIEQR|ERD RRL REASVARET-DAHLAN D EV| AV LGF332
D.rerio QNTI SR I KETBDAAKHER EEYRR L KEANVARET-D I YLSN DE I AV VG F332
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H.sgpiens LRRLLEMVK LRVQHMVQESPPAFL SGLAQRVC PER DLADFSPLTL399
M.musculus LRRLLEMVK LRVQHMVQESPPAFLSGLAQRVC PER DLADFSPLTL399
D.rerio MKRIFLEML KARLRIHHMVQESAPQELKD | FEKVC PER DIADFSPI TL399
D.melanogaster LRRF I EM! KTRLRVHHMVQESPAGELKD I SSKIC PER DLTEYGALTL399
A.thaliana LRRILLQ¥LGVRLDTENMEKESPVSEVSSLNSQAG TIEK DTDEFLPIQT399
S.cerevisiae LKRIL | EMLKTRMKVLHMI| SETPKSIELQHLKQLTF PER EVEDFTAL KD401
H.sgpiens L AN VS AK | FDDRTPT I ANRI LHFSEMBASL K E

M.musculus L AN VS AK | FDDRTPT I ANPRVLHF SEMB AS L K E

D.rerio I SH VS SK | FEDKTPT I ANBRVLHF SEMBPIS | K G

D.melanogaster I TH VST K | FDDKTPTVSNRI LHFSELBSS | A S

A.thaliana VCD VG AR | YDERMPH | PDB I LQL SEHBAS L K D

S.cerevisiae I AT 18 EE L YEI ENAAVPNRIMRFTEILDIAS | K E

H.sgpiens Kl HPMTMATFTMTLARVCLCBMI I GR VA | SSKEETRIE Vv

M.musculus Kl HPMTMATFTMTLARVCLCBMI I GR VA | SSKEETRIE Vv

D.rerio R | RPMTMASFTMTLARTCLCRRL I VAMTSKEETRE \

D.melanogaster Kl D PMVMSSFTMTLARPCLLIPMI VT I SSKEETRE \'

A.thaliana RL TPMVSRSFKMSMTRDC | CBMV LPVSTKEDMR(S

S.cerevisiae RM KTMLQKSYAMTLAKKSFLEBMI I TK VAl SSRIEEE | RN

H.sgpiens A Q¥MESTVASWY EQ LEN I QRN Fl GA SV

M.musculus A QMMESTVASWYEQ LEN I QRN Fl GAETESV

D.rerfo A MYMEN | VASWY EQ LEN I QRN Fl AAET SM

D.melanogaster C LMLESVVASWYDQ VDTLLRY, Fl NAETRSY

A.thaliana C SYMDG | | AT ET L KE I MQQ Fl VVERTL

S.cerevisiae Vv LMMES | VSMWQTM LD EVWKH LV AQ SL

H.sapiens VHHY | YV EYLRDQFQJER

M.musculus VHHY | YV EYLRDQFQJER

D.rerio VHHF | YV EYLRDQFQER

D.melanogaster DHHY L YV DYLRDQFQER

A.thaliana DRHY| V| FQ EYLHDTFQEK

S.cerevisiae DHQY L EFMREN YRIER

H.sapiens AN L TVDEGVQVA 717
M.musculus SNL TVDEGVQVA 77
D.rerfo GSL TIDETvVQLS 717
D.melarnogaster SFC STEEAVQLA 7
A.thaliana AHL STDMAIHIA 77
S.cerevisiae ADL STDMAISNT 717
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